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Sequence parameters   
All the scans were performed on a 1.5 T Siemens Avanto scanner (Siemens Medical Solutions, 
Erlangen, Germany; system software version VB17) using a 32-channel cardiac coil array. 
MOLLI, ShMOLLI and SASHA variant were run for the cohort of healthy volunteers. 
Complete sequence details can be found on the following pages as detailed below: 
a. Pages 2 & 3 – pre-contrast 5s(3s)3s MOLLI indicating 2 inversions with acquisition of 
images for at least 5 seconds, followed by a recovery of at least 3 seconds, and a second 
inversion with images acquired for at least 3 seconds. 
b. Pages 4 & 5 – post-contrast 4s(1s)3s(1s)2s MOLLI indicating 3 inversions with 
acquisition of images for at least 4 seconds, followed by a recovery of at least 1 second, a 
second inversion with images acquired for at least 3 seconds, followed by a recovery of at 
least 1 second, and a final acquisition of 2 seconds. 
c. Pages 6 & 7 - ShMOLLI. 
d. Pages 8 & 9 – SASHA. 
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